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Abstract 

Background  Preprints are scientific articles that have not undergone the peer-review process. They allow the latest 
evidence to be rapidly shared, however it is unclear whether they can be confidently used for decision-making dur-
ing a public health emergency. This study aimed to compare the data and quality of preprints released during the first 
four months of the 2022 mpox outbreak to their published versions.

Methods  Eligible preprints (n = 76) posted between May to August 2022 were identified through an established 
mpox literature database and followed to July 2024 for changes in publication status. Quality of preprints and pub-
lished studies was assessed by two independent reviewers to evaluate changes in quality, using validated tools 
that were available for the study design (n = 33). Tools included the Newcastle-Ottawa Scale; Quality Assessment 
of Diagnostic Accuracy Studies 2 (QUADAS-2); and JBI Critical Appraisal Checklists. The questions in each tool led 
to an overall quality assessment of high quality (no concerns with study design, conduct, and/or analysis), moderate 
quality (minor concerns) or low quality (several concerns). Changes in data (e.g. methods, outcomes, results) for pre-
print-published pairs (n = 60) were assessed by one reviewer and verified by a second.

Results  Preprints and published versions that could be evaluated for quality (n = 25 pairs) were mostly assessed 
as low quality. Minimal to no change in quality from preprint to published was identified: all observational studies 
(10/10), most case series (6/7) and all surveillance data analyses (3/3) had no change in overall quality, while some 
diagnostic test accuracy studies (3/5) improved or worsened their quality assessment scores. Among all pairs (n = 60), 
outcomes were often added in the published version (58%) and less commonly removed (18%). Numerical results 
changed from preprint to published in 53% of studies, however most of these studies (22/32) had changes that were 
minor and did not impact main conclusions of the study.

Conclusions  This study suggests the minimal changes in quality, results and main conclusions from preprint to pub-
lished versions supports the use of preprints, and the use of the same critical evaluation tools on preprints as applied 
to published studies, in decision-making during a public health emergency.
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Background
The scientific peer-review process can take three to four 
months for many medicine and public health-related 
journals [1]. Preprints are scientific manuscripts that 
are publicly accessible prior to undergoing the formal 
peer-review process [2]. They allow for rapid dissemi-
nation of new research to the scientific community and 
general public. The utility of preprints was highlighted 
during the COVID-19 pandemic, when the number of 
preprint articles being posted rapidly increased, pro-
viding researchers with timely access to the most up-
to-date evidence for public health response activities 
[3].

A major concern of using preprints for evidence-
based decision-making is their potentially poor quality 
and credibility due to no formal peer-review process. 
Therefore, it is important to determine whether pre-
prints can be relied upon as sources of new scientific 
evidence, instead of solely peer-reviewed literature, by 
comparing the quality and data of preprints to their 
published counterparts. Previous research has exam-
ined discrepancies between COVID-19 preprints and 
their subsequent journal publications, such as changes 
in outcomes, numerical results, methods, main con-
clusions in the abstract, and general reporting char-
acteristics [4–6]. However, this prior research has 
been limited to comparing abstracts or specific study 
designs.

An mpox evidence surveillance database created at 
the onset of the 2022 mpox (previously known as mon-
keypox) outbreak [7] allowed for comparison of pre-
prints and their subsequent published versions, across 
a range of study designs. The objective of this study 
was to evaluate the utility of preprints for decision-
making during a public health emergency, by compar-
ing the data and quality of preprints released in the 
first four months of the 2022 mpox outbreak with their 
published counterparts, as well as the quality between 
unpublished and published preprints.

Methods
A protocol was developed a priori for this study, which 
includes the search strategy, eligibility criteria, quality 
assessment tools, and the data characterization form 
(Additional file 1). The protocol was made available on 
Open Science Framework after the research concluded 
(https://​doi.​org/​10.​17605/​OSF.​IO/​D3V9K). There were 
a few small deviations from the original protocol made 
after piloting the tools, these are noted in Additional 
file 1.

Research questions
The following research questions were used for this 
investigation:

1.	 Among the preprints that were posted between May 
to August 2022 and published by July 2024, do poten-
tial changes in quality or data between the preprint 
and published version impact the main conclusions?

2.	 Among the preprints that were posted between May 
to August 2022 and published by July 2024, are there 
differences in quality between preprints that were 
published compared to those that were not?

Information sources and search strategy
Mpox evidence surveillance was conducted from May 
2022 onward and included a comprehensive search strat-
egy developed and tested through an iterative process 
by an experienced information specialist in consultation 
with the review team and peer-reviewed by international 
colleagues [7]. PubMed, Scopus, EuropePMC, SSRN, and 
arXiv were searched twice weekly between May 1, 2022 
to December 31,  2022 and then weekly until June 2023 
to identify preprints and published literature on mpox. 
The searches were adapted to each database and utilized 
keywords such as monkeypox, mpox, simianpox, MPXV, 
variole du singe, and variole simienne. There were no 
restrictions on language; however, the search was con-
structed using English and French terms for mpox. Since 
May 2022, results of all primary and non-primary litera-
ture were maintained in RefWorks [8], DistillerSR [9] 
and a searchable Excel database, referred to as the mpox 
database herein. Detailed methods used to generate 
and update the mpox database are described elsewhere 
[7]. Each citation in the mpox database was categorized 
according to literature type (primary or non-primary), 
study design, and publication status (preprint or pub-
lished). Categorization was performed by one reviewer 
and spot-checked by a senior reviewer. For this study, 
eligible mpox preprints were identified by filtering these 
categories.

Eligibility criteria and selection process
The first version of all primary research studies posted 
as preprints between May 1 and August 22, 2022 in Eng-
lish and French were included. August 22 was selected 
as the end-date as this was when the incidence of global 
mpox cases was consistently declining [10]. Preprints 
were followed through to July 2024 for publication status, 
which was 23 to 26 months after the preprint was first 
released. Publication status was verified through indica-
tions of publication directly on the preprint article page 
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or manually searching on Google or Google Scholar. Pre-
prints and their published versions were then linked in 
the mpox database.

Non-primary (e.g. reviews) and methods studies were 
excluded because these studies did not provide primary 
results that could be compared between a preprint and 
published version. Only the first version of each preprint 
was assessed as it was the first available for use by deci-
sion-makers, and subsequent versions may have under-
gone some peer-review and/or changes may have been 
made to results.

Quality assessment
While data was extracted for all identified study designs, 
quality was assessed using validated quality assessment 
tools for study designs that had an applicable tool: New-
castle-Ottawa Scale (NOS) for case-control and cohort 
studies [11]; the adapted version of the NOS for cross-
sectional studies [12, 13]; Quality Assessment of Diag-
nostic Accuracy Studies 2 (QUADAS-2) [14]; JBI Critical 
Appraisal Checklist for case series [15]; and JBI Critical 
Appraisal Checklist for prevalence studies [16]. The lat-
ter tool was adapted for surveillance data analyses [16] by 
removing one criteria assessing adequate sample size as it 
was not applicable to this study design. Each tool guides 
the reviewer through a set of questions to assess whether 
the paper is high quality (no concerns with study design, 
conduct, and/or analysis), moderate quality (minor con-
cerns) or low quality (several concerns). A description of 
each tool is provided in the protocol (Additional file  1: 
Appendix 3).

Quality assessment was performed independently 
in duplicate using DistillerSR, a web-based systematic 
review management program [9]. For each quality assess-
ment tool, two studies (preprint or published) were 
piloted by the two assigned reviewers to ensure consist-
ency and clarity in using the tool. Conflicts were resolved 
by consensus or consultation with a third reviewer if 
consensus could not be reached. For preprint-published 
pairs, quality assessment was completed separately by the 
same reviewers: one for the preprint and one for the pub-
lished version. Quality was also assessed for unpublished 
preprints where a validated quality assessment tool was 
available.

Data characterization and utility
Data characterization was performed only for stud-
ies that had both a preprint and published version. Pre-
populated data from the mpox database comprised of 
citation information, study design, and preprint post-
ing date. The data characterization and utility form cap-
tured changes in general reporting characteristics (e.g., 
author list, funding, conflicts of interest), changes in the 

abstract, changes in methods (e.g., sample size, study 
period, statistical analysis, other), changes in outcomes, 
and changes in results along with their impact on main 
conclusions (Additional file 1).

The form was piloted by all reviewers on a random 
sample of five preprint-published pairs of different study 
designs and adjusted as needed. Data characterization 
was performed in DistillerSR using an accelerated pro-
cess of reviewing, in which a senior reviewer (AB, KP, 
LW, TC) verified the extraction form completed by a jun-
ior reviewer (AS, II, MQ, MS). Reviewers examined the 
preprint and published version concurrently and com-
pleted one data characterization form for each pair. Con-
flicts were resolved by consensus or consultation with a 
third reviewer if consensus could not be reached.

Data synthesis
The datasets for quality assessment and data extraction 
were exported from DistillerSR into Microsoft® Excel® 
Version 2311 (Additional file  2 and 3). Quality assess-
ment results were categorized and tabulated according 
to study design. Changes in data were summarized using 
descriptive statistics in Excel, and tables were used to dis-
play summarized changes in methods and results. Results 
were narratively synthesized.

Results
Characteristics of the included studies
Ninety-four preprints posted between May 1 to August 
22, 2022 were identified from the mpox database. Meth-
ods studies (n = 7) and non-primary studies (n = 11) were 
excluded, resulting in 76 relevant preprints included. 
Among these, 60 were published by July 24, 2024, and 16 
remained unpublished. Data extraction was conducted 
for the 60 preprint-published pairs (Additional file 2).

There were 14 different study designs across the 
included studies (Table  1). All of the included cross-
sectional studies, case series, in vitro studies, predictive 
models, exposure investigations, and cluster investiga-
tions were published by July 2024, as well as most of the 
mathematical models, surveillance data analyses, and in 
silico studies. In comparison, only half of the phyloge-
netic analyses and diagnostic test accuracy studies were 
published (Table  1). Quality assessment was conducted 
for 33 studies (Additional file 3).

Changes in quality
Twenty-five preprint-published pairs and seven unpub-
lished preprints underwent quality assessment; for one 
additional study, only the published version underwent 
quality assessment since it provided diagnostic test accu-
racy data while the preprint only provided a bioinfor-
matic analysis.
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Case‑control, cohort and cross‑sectional studies
The NOS is composed of three domains that assess risk 
of bias: selection of the study groups, comparability of the 
groups, and ascertainment of the outcome. Different ver-
sions of the NOS were used to evaluate cohort, case-con-
trol, and cross-sectional studies (Table  2) [11–13]. The 
NOS produces a total quality score for each study, which 
is the sum of points earned across the three domains. A 
study that increased in total quality score from preprint 
to published could still have low overall quality if there 
remained several concerns with study design, conduct 
and/or analysis.

There was one case-control study assessed for quality, 
which was a preprint-published pair. The total quality 
score remained the same between the preprint and pub-
lished version [17, 18].

There were seven cross-sectional studies assessed for 
quality, all of which were preprint-published pairs. For 
four out of seven pairs, the total quality score was higher 
by one to two points in the published version compared 
to the preprint, because the published version reported 
the sample size (Selection domain) or reported con-
trolling for age, sex, and other factors (Comparability 
domain) [19–26]. For one pair, the total quality score was 
lower by one point in the published version compared 
to the preprint, because the published version did not 
report the statistical test used (Outcome domain) [27, 

28]. Despite the one to two point variation in the total 
score for these five pairs, the overall quality was low for 
both preprint and published versions.

There were three cohort studies assessed for quality, 
which included two preprint-published pairs and one 
unpublished preprint. For one out of two pairs, the total 
quality score was higher by one point for the published 
version compared to the preprint, as only the published 
version clearly reported how the presence of symptoms 
were assessed at follow-up (Outcome domain) [30, 31]. 
However, the overall quality was still considered low for 
both the preprint and published version. There were no 
clear differences in quality between the one unpublished 
cohort preprint [32, 33] and the two published cohort 
preprints.

Case series
All seven case series were preprint-published pairs and 
evaluated using the JBI Critical Appraisal Checklist for 
Case Series, which consists of 10 quality criteria (Table 3) 
[38–51]. One study met an additional criterion in the 
published version because it provided sufficient informa-
tion that mpox was measured in a standard, reliable way 
for all participants (criteria two) whereas the preprint 
did not [42, 43]. Overall, most criteria in the checklist 
were met across the studies, and the criteria addressed 

Table 1  Number of published and unpublished preprints, categorized by study design and corresponding quality assessment tool

a NOS Newcastle-Ottawa Scale, QUADAS-2 Quality Assessment of Diagnostic Accuracy Studies 2
b For one study the preprint was classified as a bioinformatic analysis since it presented preliminary analysis of potential antigenic targets whereas the published 
version fit the criteria for a diagnostic test accuracy study and was classified as such. Only the published version underwent quality assessment

Study Design Quality Assessment Tool % Published Published 
Preprints

Unpublished 
Preprints

Modelling studies
    Predictive model None available 100% 9 0

    Mathematical model None available 75% 6 2

Observational studies
    Cross-sectional NOSa 100% 7 0

    Cohort NOSa 67% 2 1

    Case control NOSa 100% 1 0

    Surveillance data analysis JBI Critical Appraisal Checklist for prevalence studies 75% 3 1

Descriptive studies
    Case series JBI Critical Appraisal Checklist for case series 100% 7 0

    Cluster investigation None available 100% 1 0

    Exposure investigation None available 100% 3 0

Other
    In vitro None available 100% 6 0

    In silico None available 67% 4 2

    Phylogenetic analysis None available 50% 5 5

    Diagnostic test accuracy QUADAS-2a 55% 6b 5

Total 79% 60 16
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between preprint and published versions remained simi-
lar, suggesting no change in quality.

Surveillance data analyses
Three preprint-published pairs were evaluated using an 
adapted version of the JBI Critical Appraisal Checklist for 
Prevalence Studies, which used eight of the nine criteria 
that assess quality (Table  4) [52–58]. These surveillance 
data analyses lacked in reporting several criteria on the 
JBI Critical Appraisal Checklist. There were no improve-
ments between the preprint and published versions, 
and no differences between the three published and one 
unpublished preprint (Table 4) [52–58].

Diagnostic test accuracy studies
Five preprint-published pairs and five unpublished pre-
prints were evaluated using the QUADAS-2 tool, and for 
one study only the published version was evaluated, since 
the preprint included only a preliminary bioinformatic 
analysis [59–70]. The QUADAS-2 tool assesses whether 
the following four domains introduce bias: selection of 
patients, conduct or interpretation of the index test, the 
reference standard (including its conduct or interpre-
tation), and patient flow and timing (e.g. appropriate 

intervals between index test and reference standard, all 
patients included in analysis) [14]. Three out of five pre-
print-published pairs had changes in at least one domain 
(Table 5). Both the unpublished and published preprints 
had several domains rated as unclear or high ROB, and 
some lacked reporting on applicability concerns; overall 
there was no distinguishing pattern in quality between 
these two groups.

Changes in data between preprints and their published 
versions
Changes in general reporting characteristics, abstracts, 
methods, outcomes, and results were examined for 
60 preprint-published pairs, hereafter referred to as 
“studies”.

General reporting characteristics
Of the general reporting characteristics evaluated, 
authorship changed in 23% (14/60) of studies (Addi-
tional file  4: Supplementary Table  1). Almost all 
changes in authorship involved adding authors, with 
a median of two (range: 1–10) authors added. The 
funding statement changed in 28% (17/60) of studies 
and mainly involved adding funding sources or more 

Table 2  Quality assessment of cross-sectional, cohort, and case-control studies using the Newcastle-Ottawa Scale

a For case-control studies, exposure was evaluated instead of outcome (according to the NOS for case-control)
b Bolding indicates change in score for the domain

Study design Study Publication status Selection 
(/3 or /4)

Comparability 
(/2)

Outcomea 
(/2 or /3)

Total score 
(/7 or /9)

Risk of biasb

Case-control Yinka-Ogunleye [17] Preprint 3/4 2 2/3 7/9 Medium

Published 3/4 2 2/3 7/9 Medium

Cross-sectional Ahmed [19, 20] Preprint 1/3 0 2/2 3/7 High

Published 1/3 2 2/2 5/7 High

Aljamaan [21, 22] Preprint 0/3 0 2/2 2/7 High

Published 1/3 0 2/2 3/7 High

Alshahrani [23, 24] Preprint 1/3 0 2/2 3/7 High

Published 1/3 2 2/2 5/7 High

Malik/ Winters [25, 26] Preprint 0/3 2 2/2 4/7 High

Published 1/3 2 2/2 5/7 High

Temsah [34, 35] Preprint 0/3 0 2/2 2/7 High

Published 0/3 0 2/2 2/7 High

Wang [27, 28] Preprint 0/3 2 2/2 4/7 High

Published 0/3 2 1/2 3/7 High

Wang [29, 36] Preprint 0/3 2 2/2 4/7 High

Published 0/3 2 2/2 4/7 High

Cohort De Baetselier [30, 31] Preprint 2/4 0 2/3 4/9 High

Published 2/4 0 3/3 5/9 High

Arbel [32] Unpublished preprint 3/4 2 1/3 6/9 Medium

Zucker [33, 37] Preprint 3/4 2 3/3 8/9 Low

Published 3/4 2 3/3 8/9 Low
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detailed information on sources. The funding sources 
added were either public/governmental or academic 
institutions (e.g. European Union, National Institutes 
of Health, Berlin University Alliance). In 15% (9/60) 
of studies, only the preprint reported the funding 
statement. For one study only the published version 
reported funding [75, 76], and for two studies funding 
was absent from both versions [77–80]. The conflict 
of interest statement changed in 13% (8/60) of studies. 

Almost all changes to the conflict of interest statement 
involved adding conflicts in the published version; 
among the seven studies with added conflicts, six were 
related to pharmaceutical or biotechnology compa-
nies [38, 39, 48, 49, 81–88]. In 4% (2/53) of preprint-
published pairs, the conflict of interest statement was 
only included in the preprint version. Overall, the only 
concerning change in general reporting characteristics 
was the addition of conflicts of interest in the published 
versions.

Table 4  Critical appraisal of surveillance data analyses using the JBI Critical Appraisal Checklist for Prevalence Studies

a Yes indicates criteria met, no indicates criteria not met, unclear indicates lack of reporting. NA indicates that the criteria was not applicable for that study

Study Publication 
status

Criteria addresseda

Sampling 
frame

Sampling 
strategy

Sample 
description

Sufficient 
coverage of 
subgroups

Outcome 
measurement

Uniformly 
applied 
outcome 
measure

Appropriate 
statistics

Response 
rate

de Jonge [53, 
54]

Preprint Yes Yes Yes Unclear Yes Yes NA NA

Published Yes Yes Yes Unclear Yes Yes NA NA

Miura [55, 56] Preprint Yes Yes No Unclear Yes Yes Yes Unclear

Published Yes Yes No Unclear Yes Yes Yes Unclear

Wurtzer [57, 
58]

Preprint Yes Unclear No Unclear Yes Yes NA NA

Published Yes Unclear No Unclear Yes Yes NA NA

Charniga [52] Unpublished Yes Yes No Unclear Yes Yes Yes Unclear

Table 5  Risk of bias and applicability assessment of diagnostic test accuracy studies using the QUADAS-2 tool

a Low indicates low risk of bias, high indicates high risk of bias, and unclear indicates lack of reporting. Bolding indicates a change in quality for that domain
b Only the published version was classified as a diagnostic test accuracy study and evaluated for quality; the preprint was classified as a bioinformatic analysis [62]

Risk of biasa Applicability concerns

Study Publication 
status

Patient 
selection

Index test Reference 
standard

Flow and 
timing

Patient 
selection

Index test Reference 
standard

Albin [71, 72] Preprint Low Low Low Low Low Low Low

Published Low Low Low Low Low Low Low

Allan-Blitz [60, 61] Preprint Unclear Unclear Unclear Unclear Unclear Low Low

Published Low Unclear Unclear Unclear Low Low Low

La Rosa [64, 65] Preprint Low Low Low Low Low Low Low

Published Low Low Low Low Low Low Low

Nörz [73, 74] Preprint High Unclear Unclear Low Low Low Low
Published Unclear Low Unclear Low Low Low Unclear

Wang [66, 67] Preprint High Unclear Low Low Low Low Low

Published Unclear Unclear Low Low Low Low Low

Wub [70] Published High Unclear Unclear Low High Unclear Unclear

Ali [59] Unpublished High Low Unclear Unclear Unclear Low Unclear

Bhadra [62] Unpublished Low Unclear Low Low High Low High

Islam [63] Unpublished High Unclear Low Unclear Unclear Unclear Low

Wawina-Boka-
langa [68]

Unpublished Low Unclear Unclear Low Low Low Low

Wolfe [69] Unpublished Low Low Low Low Low Low Low
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Abstracts
The authors highlighted different results in the abstract 
of the published version for 42% (25/60) of studies, while 
45% (27/60) had no changes. 13% (8/60) of studies pro-
vided an abstract in the preprint but did not provide an 
abstract in the published version; all of these were pub-
lished as an article type that typically does not include 
an abstract, such as a correspondence or letter to the 
editor. Among the 25 studies that highlighted different 
results, results tended to be added (56%; 14/25) rather 
than removed (20%; 5/25) in the published version. A 
change within one or more results (e.g. numerical result 
changed) occurred in 40% (10/25) of studies, and details 
in results (e.g. p-values) were removed from the pub-
lished version in 15% (3/20).

Methods
73% (44/60) of studies had a change in at least one 
aspect of their methodology from the preprint to pub-
lished version (Fig.  1). Among the 41 studies that 
reported a sample size, 12% (5/41) underwent a change, 
of which three had a larger sample size [57, 58, 89–92] 
and two had a smaller sample size in the published ver-
sion [33, 37, 73, 74]. Of the 34 studies that reported a 
study period, 24% (8/34) had longer (n = 6) [33, 37, 57, 
58, 70, 89–95], shorter (n = 1) [46, 47], or more specific 
(n = 1) [96, 97] study periods in the published version. 
Among the 36 studies that reported statistical analyses, 
42% (15/36) had changes in the published version. In 
63% (38/60) of studies, there were also changes in “other 
methods”, which encompassed a range of changes such 
as reporting additional methods pertaining to added 
outcomes (n = 10) [30, 31, 57, 58, 60, 61, 70, 75, 76, 91–
93, 98–105], additional details (n = 11) [21, 22, 30, 31, 
57, 58, 60, 61, 79, 80, 89, 90, 96, 97, 106–113], a higher 
number of sequences used in analysis (n = 5) [70, 75, 76, 

93, 98, 99, 114–117], adjustments to model assumptions 
(n = 3) [85, 86, 118–122], and reporting of question-
naires (n = 2) [25, 26, 34, 35].

Outcomes and results
Outcomes were often added (58%; 35/60) and sometimes 
removed (18%; 11/60) from the published version (Fig. 2).

Just over half the studies (53%; 32/60) had a change 
in numerical results from the preprint to published ver-
sion (Fig. 2). However, among these studies the majority 
(69%; 22/32) had changes that were minor and did not 
impact the main conclusions of the study. For example, 
in one in  vitro study the homology between A33 pro-
teins changed from 92.68% in the preprint to 93.5% in 
the published version [123, 124]. In 82% (18/22) of stud-
ies with minor changes in numerical results, there was at 
least one change in the methods. For a breakdown of the 
impact of numerical results changes on main conclusions 
and the associated methods changes, see Additional 
file 4: Supplementary Table 2.

Slightly more impactful changes in numerical results 
softened or strengthened the main conclusions in 25% 
(8/32) of studies. For example, in one predictive model-
ling study, the preprint reported that 10 to 10,000 addi-
tional cases of mpox may be observed if a substantial 
number of infections are introduced into a specific pop-
ulation, while the published version only reported 10 to 
3000 additional cases [125, 126]. In this case, a change in 
the statistical analysis resulted in a change to the magni-
tude of the main conclusion, rather than the direction. 
These changes in magnitude occurred for several predic-
tive or mathematical model studies (75%; 6/8).

Three observational studies (two cross-sectional, one 
cohort) had changes in numerical results that caused a 
reversal of the main conclusions. Two of these studies 
had changes in statistical analysis and other methods, 

Fig. 1  Changes in methods from the preprint to published version (N = 60). N/A refers to studies that do not report that particular method 
in either the preprint, published version, or both versions
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while one had changes across all methods categories. 
In one cross-sectional preprint, a main conclusion was 
that participants had “insufficient” knowledge of mpox, 
but in the published version this changed to “sufficient” 
knowledge [19, 20]. This change was likely due to the 
changes in survey methods and statistical analysis. In 
the published version, a survey question was removed, 
the scoring system for responses was changed, and one 
mean knowledge score was reported for all questions 
combined, rather than two scores for two groups of ques-
tions that were presented in the preprint. In the other 
cross-sectional preprint, a main conclusion was that 
69% of respondents intended to probably or definitely 
reduce their number of sexual partners and 78% intended 
to probably or definitely have less sex during the mpox 
epidemic, but in the published version these percentages 
were reversed to 31% and 22%, respectively [29, 36]. In 
the cohort preprint, previous syphilis infection was not 
associated with mpox in univariate analysis so it was 
not included in the multivariate analysis, however in the 
published version there was an association in multivari-
ate analysis and syphilis was concluded to be a risk factor 
for mpox infection [33, 37]. This study also underwent 
numerical changes to all of the hazard ratios reported in 
the multivariate analysis, which softened or strengthened 
main conclusions related to other risk factors.

38% (23/60) of studies had changes in non-numerical 
results that impacted the main conclusions of the study 
(Fig.  2). These changes largely consisted of adding to 
the main conclusions or providing additional evidence 
for them, rather than altering them. For example, in 
one cross-sectional study, risk perception was added as 
an outcome to the published version, which resulted in 
a new main conclusion that risk perception had a strong 
positive association with mpox vaccination intentions 

[25, 26]. Non-numerical changes in results also included 
adding or updating figures and tables that supported 
main conclusions.

Discussion
This paper focuses on the role of preprints in evidence-
informed decision-making, particularly when evidence is 
urgently needed during a public health emergency. Pre-
print servers for research in disciplines such as mathe-
matics, physics, and biology have been used for years [82, 
83], as they circumvent challenges with the peer-review 
process including high associated costs, lengthy review 
time, and potential reviewer biases [127, 128]. However, 
the credibility of preprints remains a concern especially 
when the results are to be used for public health or medi-
cal decision-making [129], such as results from clinical 
trials on vaccines or therapeutics [130]. Preprints can 
also be removed from the preprint server [131], which is 
problematic if their results have been used but the source 
paper is no longer available; when peer-reviewed articles 
are retracted, the paper is still available in the journal 
with a retraction notice for transparency [132].

During the COVID-19 pandemic, there was a sharp 
increase in the posting and use of preprints in pub-
lic health and medical research due to the urgent need 
for timely data. Many researchers posted on a preprint 
server for the first time as preprint servers were flooded 
with COVID-19 research, which represented ~ 25% of all 
COVID-19 literature in October 2020 [133]. Even with 
accelerated publishing efforts by journals, the data in 
preprints was available an average of two months earlier 
than the published version [4, 133]. Findings were simi-
lar for mpox; 24% of the primary research in the evidence 
surveillance database remained a preprint six months 
into the outbreak [7]. This suggests that during a public 

Fig. 2  Changes in outcomes and results from the preprint to published version (N = 60). For changes in numerical results, studies that did 
not report any numerical results were labelled as N/A
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health emergency approximately a quarter of the avail-
able evidence would be missing without the preprint 
mechanism. This evidence is invaluable to the public 
health response, particularly when there are many knowl-
edge gaps or the situation is changing. As demonstrated 
by this study’s findings and previous studies [4–6], pre-
prints are a resource that is comparable in terms of qual-
ity and data to published literature.

Examination of the mpox preprints in this study iden-
tified minimal differences in quality between preprints 
and their published versions. Quality was low across 
all study designs, regardless of publication status. This 
may be due to the descriptive nature of many studies 
produced at the beginning of the outbreak, which are 
inherently at high risk of bias. Furthermore, the obser-
vational studies were rapidly conducted using methods 
that required less time but increased risk of bias in the 
results, such as by relying on convenience samples and 
not controlling for confounders. Given these descriptive 
and observational study designs, quality remained low 
even after going through the peer-review process. The 
comparison of quality between unpublished and pub-
lished preprints was limited by the small sample sizes for 
each study design. However, there were no major differ-
ences in overall quality. Most of the changes in numeri-
cal results between preprint to published did not impact 
the main conclusions of the study; these changes could 
be attributed to minor changes in methods, or potential 
errors in reporting or the dataset. The addition of out-
comes in many published studies may have been due to 
authors performing additional analyses in response to 
feedback from peer-reviewers. In a few instances, details 
in the methods and results were removed when preprints 
were published as different article types with shorter 
word limits (e.g. letter to the editor). Overall, while the 
peer-review process did not largely impact the quality of 
a paper produced during the beginning of a public health 
emergency, it resulted in additional outcomes and evi-
dence to support main conclusions, and likely improved 
the accuracy of numerical results. The impact of add-
ing and removing data between preprint and publica-
tion deserves more research into why this occurs and its 
importance.

Previous studies comparing COVID-19 preprints to 
their published versions have found minimal changes 
in methods, outcomes, general reporting characteris-
tics, and main conclusions in abstracts [4–6]. One of 
these studies found that 36% of papers had discrepan-
cies in numerical results, although there was no assess-
ment of how these changes impacted main conclusions 
[4]. Another study found that the majority of changes to 
abstracts did not “qualitatively change the conclusions 
of the paper” [5], which aligns with the results from this 

study when examining changes in the full text. Thus, 
these findings suggest that preprints can be used for deci-
sion-making during a public health emergency as a good 
representation of what the published version will be.

Strengths and limitations
The current research is a comprehensive examination of 
all preprints released at the onset of a public health emer-
gency compared to their published versions, by examin-
ing all study designs and assessing their quality as well as 
the impact of changes in results on main conclusions.

One limitation is that several study designs did not 
undergo a quality assessment as there were no appropri-
ate tools (e.g., cluster investigations, in vitro, and predic-
tive models). Furthermore, when reviewers completed 
quality assessment, they could not be blinded as to 
whether the paper was a preprint or had been published. 
A reviewer may have had an unconscious bias towards 
rating the preprint as lower quality or may have remem-
bered responses for one version when completing the 
other.

Another limitation is the subjectivity involved in 
assessing whether the changes in numerical results 
had an impact on the main conclusions. This issue was 
mitigated by instructing the reviewer to include rel-
evant explanations and having a second reviewer verify 
responses.

Finally, these findings only apply to preprints that were 
produced during the onset of a public health emergency, 
most of which were low quality even after being pub-
lished. Findings may be different for higher-quality pre-
prints produced during non-emergency times and their 
published versions, which was beyond the scope of this 
study.

Conclusions
This research examined the quality, and changes in general 
reporting characteristics, abstracts, methods, outcomes, 
and results between mpox preprints and their subse-
quent published versions. Overall quality was comparable 
between preprints and their published counterparts, with 
quality generally assessed as low across all study designs 
based on criteria in validated tools. There were no pat-
terns identified to distinguish between unpublished and 
published preprints. The majority of changes in numerical 
results from preprint to published did not impact the main 
conclusions of the study. Only a few changes impacted the 
magnitude of the main conclusions, and three changes 
reversed the studies’ conclusions. The addition of infor-
mation, and in some cases outcomes, in the published 
version were considered to be normal products of the 
peer-review process. Given that these did not impact the 
overall consistency in main conclusions between preprint 
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and published versions, preprints were considered reliable 
sources of new scientific evidence for decision-making dur-
ing public health emergencies.

Abbreviations
NOS	� Newcastle-Ottawa Scale
QUADAS-2	� Quality Assessment of Diagnostic Accuracy Studies 2
ROB	� Risk of bias

Supplementary Information
The online version contains supplementary material available at https://​doi.​
org/​10.​1186/​s41073-​024-​00152-w.

 Additional file 1: Protocol.

 Additional file 2: Changes in data. Dataset with results from the data 
extraction comparing preprints to published versions.

 Additional file 3: Quality assessment. Dataset with results from the quality 
assessment, categorized by study design.

 Additional file 4: Supplementary tables. Supplementary Table 1 Summary 
of changes in general reporting characteristics between preprints and 
published versions (N = 60). Supplementary Table 2 Summary of changes 
in numerical results from preprint to published versions, and associated 
methods changes (N = 32).

Acknowledgements
The authors would like to thank Kaitlin Young for her valuable suggestions and 
comments on the manuscript draft.

Authors’ contributions
Conceptualisation: LW, MS, AS. Methodology: LW, MS, AS. Investigation: MS, AS, 
KP, TC, AB, MQ, II, and LW. Formal analysis: MS, AS. Writing – original draft: MS, 
AS. Writing – review and editing: KP, TC, AB, MQ, II, and LW.

Funding
None.

Availability of data and materials
The datasets generated and analysed during the current study are available in 
Additional file 2 and 3.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1 Public Health Risk Sciences Division, National Microbiology Laboratory, Public 
Health Agency of Canada, Guelph, Canada. 2 Department of Population Medi-
cine, University of Guelph, Guelph, Canada. 

Received: 22 February 2024   Accepted: 13 September 2024

References
	 1.	 Huisman J, Smits J. Duration and quality of the peer review process: the 

author’s perspective. Scientometrics. 2017;113(1):633–50.
	 2.	 COPE. COPE Discussion document: Preprints. 2018.

	 3.	 Guterman EL, Braunstein LZ. Preprints during the COVID-19 pandemic: 
Public Health Emergencies and Medical Literature. J Hosp Med. 
2020;15(10):634–6.

	 4.	 Bero L, Lawrence R, Leslie L, Chiu K, McDonald S, Page MJ, et al. Cross-
sectional study of preprints and final journal publications from COVID-
19 studies: discrepancies in results reporting and spin in interpretation. 
BMJ Open. 2021;11(7):e051821.

	 5.	 Brierley L, Nanni F, Polka JK, Dey G, Pálfy M, Fraser N, Coates JA. Tracking 
changes between preprint posting and journal publication during a 
pandemic. PLoS Biol. 2022;20(2):e3001285.

	 6.	 Spungen H, Burton J, Schenkel S, Schriger DL. Completeness and spin 
of medRxiv Preprint and Associated published abstracts of COVID-19 
randomized clinical trials. JAMA. 2023;329(15):1310–2.

	 7.	 Pussegoda K, Corrin T, Baumeister A, Ayache D, Waddell L. Methods for 
conducting a living evidence profile on mpox: an evidence map of the 
literature. Cochrane Evid Synthesis Methods. 2024:e12044.

	 8.	 ProQuest. About RefWorks https://​refwo​rks.​proqu​est.​com/​about-​us/.
	 9.	 DistillerSR. DistillerSR Smarter Reviews: Trusted Evidence DistillerSR 

Inc.2024 [updated 2024. https://​www.​disti​llersr.​com/].
	 10.	 WHO. 2022-23 Mpox Outbreak: Global Trends: World Health Organiza-

tion. 2023 [https://​world​healt​horg.​shiny​apps.​io/​mpx_​global/]. 
	 11.	 Wells BS G, O’Connell, D, Robertson J, Welch JPV. ML, P. Tugwell. The 

Newcastle-Ottawa Scale (NOS) for assessing the quality of nonran-
domised studies in meta-analyses.  https://​www.​ohri.​ca/​progr​ams/​clini​
cal_​epide​miolo​gy/​nosgen.​pdf.

	 12.	 Ribeiro CM, Beserra BTS, Silva NG, Lima CL, Rocha PRS, Coelho MS, 
et al. Exposure to endocrine-disrupting chemicals and anthropometric 
measures of obesity: a systematic review and meta-analysis. BMJ Open. 
2020;10(6):e033509.

	 13.	 Herzog R, Álvarez-Pasquin MJ, Díaz C, Del Barrio JL, Estrada JM, Gil Á. Are 
healthcare workers’ intentions to vaccinate related to their knowl-
edge, beliefs and attitudes? A systematic review. BMC Public Health. 
2013;13(1):154.

	 14.	 Whiting PF, Rutjes AWS, Westwood ME, et al. QUADAS-2: a revised Tool 
for the Quality Assessment of Diagnostic Accuracy studies. Annals of 
Internal Medicine; 2011.

	 15.	 Munn Z, Barker TH, Moola S, Tufanaru C, Stern C, McArthur A, et al. 
Methodological quality of case series studies: an introduction to the JBI 
critical appraisal tool. JBI Evid Synthesis. 2020;18(10):2127–33.

	 16.	 Munn Z, Moola S, Lisy K, Riitano D, Tufanaru C. Methodological guid-
ance for systematic reviews of observational epidemiological studies 
reporting prevalence and cumulative incidence data. JBI Evid Imple-
ment. 2015;13(3):147–53.

	 17.	 Yinka-Ogunleye A. Monkeypox Risk and Mortality Associated with 
HIV infection: a National Case Control Study in Nigeria. SSRN - Lancet 
prepublication; 2022.

	 18.	 Yinka-Ogunleye A, Dalhat M, Akinpelu A, Aruna O, Garba F, Ahmad 
A et al. Mpox (monkeypox) risk and mortality associated with HIV 
infection: a national case-control study in Nigeria. BMJ Glob Health. 
2023;8(11).

	 19.	 Ahmed SK, Abdulqadir SO, Omar RM, Abdullah AJ, Rahman HA, Hussein 
SH, et al. Knowledge, attitude and worry in the Kurdistan Region of 
Iraq during the Mpox (Monkeypox) outbreak in 2022: an online cross-
sectional study. Vaccines. 2023;11(3):610.

	 20.	 Ahmed SK, Abdulqadirb SO, Omar RM, Essa RA, Hussein SH, Khdir AA, 
Abdulla AQ. Study of knowledge, attitude and anxiety in Kurdistan-
region of Iraqi population during the monkeypox outbreak in 2022. 
Research Square; 2022.

	 21.	 Aljamaan F, Alenezi S, Alhasan K, Saddik B, Alhaboob A, Altawil E, et al. 
Healthcare workers’ worries and Monkeypox vaccine advocacy during 
the first month of the WHO Monkeypox alert: cross-sectional survey in 
Saudi Arabia. medRxiv; 2022.

	 22.	 Aljamaan F, Alenezi S, Alhasan K, Saddik B, Alhaboob A, Altawil ES, et al. 
Healthcare Workers’ worries and Monkeypox Vaccine Advocacy during 
the First Month of the WHO Monkeypox Alert: cross-sectional survey in 
Saudi Arabia. Vaccines. 2022;10(9):1408.

	 23.	 Alshahrani N, Algethami M, Alarifi A, Alzahrani F, Sheerah HA, Abdelaal 
A, et al. Knowledge and attitude regarding monkeypox virus among 
physicians in Saudi Arabia, a cross-sectional study. Research Square; 
2022.

https://doi.org/10.1186/s41073-024-00152-w
https://doi.org/10.1186/s41073-024-00152-w
https://refworks.proquest.com/about-us/
https://www.distillersr.com/
https://worldhealthorg.shinyapps.io/mpx_global/
https://www.ohri.ca/programs/clinical_epidemiology/nosgen.pdf
https://www.ohri.ca/programs/clinical_epidemiology/nosgen.pdf


Page 12 of 14Sterian et al. Research Integrity and Peer Review            (2024) 9:11 

	 24.	 Alshahrani NZ, Algethami MR, Alarifi AM, Alzahrani F, Alshehri EA, 
Alshehri AM, et al. Knowledge and attitude regarding Monkeypox Virus 
among Physicians in Saudi Arabia: a cross-sectional study. Vaccines. 
2022;10(12):2099.

	 25.	 Winters M, Malik AA, Omer SB. Attitudes towards Monkeypox vaccina-
tion and predictors of vaccination intentions among the US general 
public. PLoS ONE. 2022;17(12):e0278622.

	 26.	 Malik AA, Winters MS, Omer SB. Attitudes of the US general public 
towards Monkeypox. medRxiv. 2022:2022.06.20.22276527.

	 27.	 Wang H, Abreu de Paulo KJI, Gultzow T, Zimmermann HML, Jonas K. 
Monkeypox self-diagnosis abilities, determinants of vaccination inten-
tion and self-isolation intention after diagnosis among MSM in the 
Netherlands. medRxiv; 2022.

	 28.	 Wang H, apos, Abreu de Paulo KJI, Gültzow T, Zimmermann HML, Jonas 
KJ. Monkeypox self-diagnosis abilities, determinants of vaccination and 
self-isolation intention after diagnosis among MSM, the Netherlands, 
July 2022. Eurosurveillance. 2022;27(33):2200603.

	 29.	 Wang H, Abreu de Paulo KJI, Gulzow T, Zimmermann HML, Jonas K. 
Brief report: determinants of potential sexual activity reduction in the 
face of the Monkeypox epidemic. medRxiv; 2022.

	 30.	 De Baetselier I, Van Dijck C, Kenyon C, Coppens J, Michiels J, de Block T, 
et al. Retrospective detection of asymptomatic monkeypox virus infec-
tions among male sexual health clinic attendees in Belgium. Nat Med. 
2022;28(11):2288–92.

	 31.	 De Baetselier I, Van Dijck C, Kenyon C, Coppens J, Van den Bossche D, 
Smet H, et al. Asymptomatic Monkeypox Virus Infections among Male 
Sexual Health Clinic Attendees in Belgium. SSRN - Lancet prepublica-
tion; 2022.

	 32.	 Arbel R, Sagy YW, Zucker R, Arieh NG, Markovits H, Abu-Ahmad W, et al. 
Vaccine effectiveness of modified Vaccinia Ankara in Human Monkey-
pox. Research Square; 2022.

	 33.	 Zucker R, Lavie G, Sagy YW, Arieh NG, Markovits H, Abu-Ahmad W et al. 
Risk Assessment of Human Monkeypox Infections for Vaccine Prioritiza-
tion. Research Square; 2022.

	 34.	 Temsah M-H, Aljamaan F, Alenezi S, Alhasan K, Saddik B, Al-Barrag A 
et al. Monkeypox caused less worry than COVID-19 among the general 
population during the first month of the WHO Monkeypox alert. 
medRxiv. 2022:2022.07.07.22277365.

	 35.	 Temsah M-H, Aljamaan F, Alenezi S, Alhasan K, Saddik B, Al-Barag A, 
et al. Monkeypox caused less worry than COVID-19 among the general 
population during the first month of the WHO Monkeypox alert: experi-
ence from Saudi Arabia. Travel Med Infect Dis. 2022;49:102426.

	 36.	 Wang H, de Paulo K, Gltzow T, Zimmermann HML, Jonas KJ. Brief report: 
determinants of potential sexual activity reduction in the Face of the 
Mpox Epidemic. Int J Behav Med. 2024;20240117.

	 37.	 Zucker R, Lavie G, Sagy YW, Arieh NG, Markovits H, Ahmad WA et al. Risk 
assessment of human mpox infections: retrospective cohort study. Clin 
Microbiol Infect. 2023;20230425.

	 38.	 Girometti N, Byrne R, Bracchi M, Heskin J, McOwan A, Tittle V, et al. Epi-
demiological characteristics and clinical features of confirmed human 
monkeypox virus cases in individuals attending a Sexual Health Centre 
in London, United Kingdom. SSRN - Lancet prepublication; 2022.

	 39.	 Girometti N, Byrne R, Bracchi M, Heskin J, McOwan A, Tittle V, et al. 
Demographic and clinical characteristics of confirmed human monkey-
pox virus cases in individuals attending a sexual health centre in Lon-
don, UK: an observational analysis. Lancet Infect Dis. 2022;22(9):1321–8.

	 40.	 Noe S, Zange S, Seilmaier M. Clinical and virological features of first 
human monkeypox cases in Germany. Research Square prepub; 2022.

	 41.	 Noe S, Zange S, Seilmaier M, Antwerpen MH, Fenzl T, Schneider J, et al. 
Clinical and virological features of first human monkeypox cases in 
Germany. Infection. 2023;51(1):265–70.

	 42.	 Patalon T, Perez G, Melamed G. Monkeypox infection in a developed 
country: a Case Report. Research Square prepub; 2022.

	 43.	 Patalon T, Perez G, Melamed G, Wolf T, Gazit S. Mpox Infection in 
a developed country: a Case Report. Trop Med Infect Disease. 
2023;8(1):15.

	 44.	 Pittman PR, Martin JW, Kingebeni PM, Tamfum J-JM, Mwema G, Wan Q, 
et al. Clinical characterization and placental pathology of mpox infec-
tion in hospitalized patients in the Democratic Republic of the Congo. 
PLoS Negl Trop Dis. 2023;17(4):e0010384.

	 45.	 Pittman PR, Martin JW, Kingebeni PM, Tamfum J-JM, Wan Q, Reyn-
olds MG et al. Clinical characterization of human monkeypox 
infections in the Democratic Republic of the Congo. medRxiv. 
2022:2022.05.26.22273379.

	 46.	 Tarín-Vicente EJ, Agud-Dios M, Alemany A, Ubals M, Suñer C, Antón A, 
et al. Clinical presentation and Virological Assessment of Confirmed 
Human Monkeypox Virus Cases in Spain: a prospective cohort study. 
SSRN - Lancet prepublication; 2022.

	 47.	 Tarín-Vicente EJ, Alemany A, Agud-Dios M, Ubals M, Suñer C, Antón 
A, et al. Clinical presentation and virological assessment of confirmed 
human monkeypox virus cases in Spain: a prospective observational 
cohort study. Lancet. 2022;400(10353):661–9.

	 48.	 Thy M, Peiffer-Smadja N, Mailhe M, Kramer L, Ferré VM, Houhou N, et al. 
Breakthrough infections after Postexposure Vaccination against Mpox. 
N Engl J Med. 2022;387(26):2477–9.

	 49.	 Thy M, Peiffer-Smadja N, Mailhe M, Kramer L, Ferré VM, Houhou-Fidouh 
N, et al. Breakthrough infections after post-exposure vaccination 
against Monkeypox. medRxiv; 2022.

	 50.	 Yadav P, Reghukumar A, Sahay R, Shete KS, Raman A. A, et al. First two 
cases of Monkeypox virus infection in travellers returned from UAE to 
India, July 2022. Research Square; 2022.

	 51.	 Yadav PD, Reghukumar A, Sahay RR, Shete KS, Raman AM. First two 
cases of Monkeypox virus infection in travellers returned from UAE to 
India, July 2022. J Infect. 2022;85(5):e145–8.

	 52.	 Charniga K, Masters NB, Slayton RB, Gosdin L, Minhaj FS, Philpott D et al. 
Estimating the incubation period of monkeypox virus during the 2022 
multi-national outbreak. medRxiv. 2022:2022.06.22.22276713.

	 53.	 de Jonge E, Peterse C, Koelewijn J, van der Drift A-M, van der Beek R, 
Nagelkerke E, Lodder W. The detection of Monkeypox Virus DNA in 
Wastewater samples in the Netherlands. SSRN - Lancet prepublication; 
2022.

	 54.	 de Jonge EF, Peterse CM, Koelewijn JM, van der Drift A-MR, van der 
Beek RFHJ, Nagelkerke E, Lodder WJ. The detection of monkeypox 
virus DNA in wastewater samples in the Netherlands. Sci Total Environ. 
2022;852:158265.

	 55.	 Miura F, van Ewijk CE, Backer JA, Xiridou M, Franz E, e Coul EO et al. The 
incubation period for monkeypox cases confirmed in the Netherlands, 
May 2022. medRxiv. 2022:2022.06.09.22276068.

	 56.	 Miura F, van Ewijk CE, Backer JA, Xiridou M, Franz E, Op de Coul E, et al. 
Estimated incubation period for monkeypox cases confirmed in the 
Netherlands, May 2022. Eurosurveillance. 2022;27(24):2200448.

	 57.	 Wurtzer S, Levert M, Dhenain E, Boni M, Tournier JN, Londinsky N, et al. 
First Detection of Monkeypox Virus Genome in Sewersheds in France: 
the potential of Wastewater-based epidemiology for Monitoring 
Emerging Disease. Environ Sci Technol Lett. 2022;9(11):991–6.

	 58.	 Wurtzer S, Levert M, Dhenain E, Boni M, Tournier JN, Londinsky N, et al. 
First detection of Monkeypox virus genome in sewersheds in France. 
medRxiv; 2022.

	 59.	 Ali SN, Ahmed T, Paul J. Monkeypox Skin Lesion Detection Using Deep 
Learning Models: A Feasibility Study. ArXiv. 2022.

	 60.	 Allan-Blitz L, Carragher K, Sukhija-Cohen A, Li H, Klausner J. Laboratory 
Validation and clinical implementation of human monkeypox saliva-
based tests. medRxiv; 2022.

	 61.	 Allan-Blitz L-T, Carragher K, Sukhija-Cohen A, Ritchie P, Scott H, Li H, 
Klausner JD. Laboratory validation and clinical performance of a saliva-
based test for monkeypox virus. J Med Virol. 2023;95(1):e28191.

	 62.	 Bhadra S, Ellington A. Portable nucleic acid tests for rapid detection of 
monkeypox virus. medRxiv; 2022.

	 63.	 Islam T, Hussain MA, Chowdhury FUH, Islam R. Can Artificial Intelligence 
Detect Monkeypox from Digital skin. Images?: bioRxiv; 2022.

	 64.	 La Rosa G, Mancini P, Veneri C, Bonanno Ferraro G, Lucentini L, Iaconelli 
M, Suffredini E. Detection of Monkeypox virus DNA in the wastewater 
of an airport in Rome, Italy: expanding environmental surveillance to 
emerging threats. medRxiv; 2022.

	 65.	 La Rosa G, Mancini P, Veneri C, Ferraro GB, Lucentini L, Iaconelli M, 
Suffredini E. Detection of Monkeypox Virus DNA in Airport Wastewater, 
Rome, Italy. Emerg Infect Disease J. 2023;29(1):193.

	 66.	 Wang Z, Tober-Lau P, Farztdinov V, Lemke O, Schwecke T, Steinbrecher 
S, et al. The human host response to monkeypox infection: a proteomic 
case series study. medRxiv; 2022.



Page 13 of 14Sterian et al. Research Integrity and Peer Review            (2024) 9:11 	

	 67.	 Wang Z, Tober-Lau P, Farztdinov V, Lemke O, Schwecke T, Steinbrecher 
S, et al. The human host response to monkeypox infection: a proteomic 
case series study. EMBO Mol Med. 2022;14(11):e16643.

	 68.	 Wawina-Bokalanga T, Sklenovska N, Vanmechelen B, Bloemen 
M, Vergote V, Laenen L et al. An accurate and rapid real-time 
PCR approach for human Monkeypox virus diagnosis. medRxiv. 
2022:2022.06.23.22276033.

	 69.	 Wolfe M, Duong D, Hughes B, Chan-Herur V, White B, Boehm A. Detec-
tion of monkeypox viral DNA in a routine wastewater monitoring 
program. medRxiv; 2022.

	 70.	 Wu F, Oghuan J, Gitter A, Mena KD, Brown EL. Wide mismatches in 
the sequences of primers and probes for monkeypox virus diagnostic 
assays. J Med Virol. 2023;95(1):e28395.

	 71.	 Albin J, Lazarus J, Hysell K, Rubins D, Germaine L, Dugdale C, et al. 
Development and implementation of a clinical decision support 
system tool for the evaluation of suspected monkeypox infection. 
medRxiv; 2022.

	 72.	 Albin JS, Lazarus JE, Hysell KM, Rubins DM, Germaine L, Dugdale CM, 
et al. Development and implementation of a clinical decision support 
system tool for the evaluation of suspected monkeypox infection. J Am 
Med Inform Assoc. 2022;29(12):2124–7.

	 73.	 Nörz D, Tang HT, Emmerich P, Giersch K, Fischer N, Addo MM et al. 
Rapid adaptation of established high-throughput molecular 
testing infrastructure for detection of monkeypoxvirus. medRxiv. 
2022:2022.06.05.22276011.

	 74.	 Nörz D, Tang HT, Emmerich P, Giersch K, Fischer N, Schmiedel S, et al. 
Rapid Adaptation of established high-throughput Molecular Testing 
infrastructure for Monkeypox Virus Detection. Emerg Infect Disease J. 
2022;28(9):1765.

	 75.	 Gigante CM, Korber B, Seabolt MH, Wilkins K, Davidson W, Rao AK et al. 
Multiple lineages of Monkeypox virus detected in the United States, 
2021–2022. bioRxiv. 2022:2022.06.10.495526.

	 76.	 Gigante CM, Korber B, Seabolt MH, Wilkins K, Davidson W, Rao AK, et al. 
Multiple lineages of monkeypox virus detected in the United States, 
2021–2022. Science. 2022;378(6619):560–5.

	 77.	 Batéjat C, Grassin Q, Feher M, Hoinard D, Vanhomwegen J, Manuguerra 
J-C, Leclercq I. Heat inactivation of the Monkeypoxvirus. bioRxiv; 2022.

	 78.	 Batéjat C, Grassin Q, Feher M, Hoinard D, Vanhomwegen J, Manuguerra 
J-C, Leclercq I. Heat inactivation of monkeypox virus. J Biosaf Biosecur. 
2022;4(2):121–3.

	 79.	 Paran N, Yahalom-Ronen Y, Shifman O, Lazar S, Ben-Ami R, Yakubovsky 
M, et al. Monkeypox DNA correlates with virus infectivity in clinical 
samples. bioRxiv; 2022.

	 80.	 Paran N, Yahalom-Ronen Y, Shifman O, Lazar S, Ben-Ami R, Yakubovsky 
M, et al. Monkeypox DNA levels correlate with virus infectivity in clinical 
samples, Israel, 2022. Eurosurveillance. 2022;27(35):2200636.

	 81.	 Du Z, Shao Z, Bai Y, Wang L, Herrera-Diestra J, Fox S, et al. Reproduction 
number of monkeypox in the early stage of the 2022 multi-country 
outbreak. medRxiv; 2022.

	 82.	 Du Z, Shao Z, Bai Y, Wang L, Herrera-Diestra JL, Fox SJ et al. Reproduc-
tion number of monkeypox in the early stage of the 2022 multi-coun-
try outbreak. J Travel Med. 2022;29(8)taac099.

	 83.	 Frenois-Veyrat G, Gallardo F, Gorgé O, Marcheteau E, Ferraris O, Baidaliuk 
A et al. Tecovirimat is highly efficient on the Monkeypox virus lineage 
responsible for the international 2022 outbreak. 2022.

	 84.	 Frenois-Veyrat G, Gallardo F, Gorgé O, Marcheteau E, Ferraris O, Baidaliuk 
A, et al. Tecovirimat is effective against human monkeypox virus in vitro 
at nanomolar concentrations. Nat Microbiol. 2022;7(12):1951–5.

	 85.	 Van Dijck C, Hens N, Kenyon C, Tsoumanis A. The roles of unrecognized 
monkeypox cases, contact isolation and vaccination in determining 
epidemic size in Belgium. A modelling study. medRxiv; 2022.

	 86.	 Van Dijck C, Hens N, Kenyon C, Tsoumanis A. The roles of unrecognized 
mpox cases, contact isolation and vaccination in determining epidemic 
size in Belgium: a modeling study. Clin Infect Dis. 2022;76(3):e1421–3.

	 87.	 Yeh T-Y, Contreras G. Recombination shapes 2022 monkeypox outbreak. 
medRxiv; 2022.

	 88.	 Yeh T-Y, Hsieh Z-Y, Feehley MC, Feehley PJ, Contreras GP, Su Y-C, et al. 
Recombination shapes the 2022 monkeypox (mpox) outbreak. Med. 
2022;3(12):824–6.

	 89.	 Schrarstzhaupt IN. In: Fontes-Dutra M, Diaz-Quijano F, editors. Early 
estimates of the incidence trend and the reproductive number of the 
monkeypox epidemic in Brazil. medRxiv; 2022.

	 90.	 Schrarstzhaupt IN, Fontes-Dutra M, Diaz-Quijano FA. Early estimates of 
the incidence trend and the reproductive number of the monkeypox 
epidemic in Brazil. Travel Med Infect Dis. 2022;50:102484.

	 91.	 Sun Y-Q, Chen J-J, Liu M-C, Zhang Y-Y, Wang T, Che T-L, et al. Mapping 
global zoonotic niche and interregional transmission risk of Monkey-
pox: a retrospective observational study. SSRN - Lancet prepublication; 
2022.

	 92.	 Sun YQ, Chen JJ, Liu MC, Zhang YY, Wang T, Che TL, et al. Mapping 
global zoonotic niche and interregional transmission risk of monkey-
pox: a retrospective observational study. Global Health. 2023;19(1):58.

	 93.	 Wu F, Oghuan J, Gitter A, Mena K, Brown E. Wide mismatches in the 
sequences of primers and probes for Monkeypox virus diagnostic 
assays. medRxiv; 2022.

	 94.	 Brand SPC, Cavallaro M, Cumming F, Turner C, Florence I, Blomquist P, 
et al. The role of vaccination and public awareness in forecasts of Mpox 
incidence in the United Kingdom. Nat Commun. 2023;14(1):4100.

	 95.	 Brand SPC, Cavallaro M, Hilton J, Guzman-Rincon L, House T, Keeling MJ, 
Nokes DJ. The role of vaccination and public awareness in medium-
term forecasts of monkeypox incidence in the United Kingdom. 
medRxiv; 2022.

	 96.	 Gould S, Atkinson B, Onianwa O, Spencer A, Furneaux J, Grieves J, et al. 
Air and surface sampling for monkeypox virus in a UK hospital: an 
observational study. Lancet Microbe. 2022;3(12):e904–11.

	 97.	 Gould S, Atkinson B, Onianwa O, Spencer A, Furneaux J, Grieves J, et al. 
Air and surface sampling for monkeypox virus in UK hospitals. medRxiv; 
2022.

	 98.	 Ahmed SF, Sohail MS, Quadeer AA, McKay MR. Vaccinia virus vaccina-
tion is expected to elicit highly cross-reactive immunity to the 2022 
monkeypox virus. bioRxiv. 2022:2022.06.23.497143.

	 99.	 Ahmed SF, Sohail MS, Quadeer AA, McKay MR. Vaccinia-Virus-based vac-
cines are expected to Elicit highly cross-reactive immunity to the 2022 
Monkeypox Virus. Viruses [Internet]. 2022; 14(9):1960.

	100.	 Lam HYI, Guan JS, Mu Y. In silico repurposed drugs against monkeypox 
virus. 2022.

	101.	 Lam HYI, Guan JS, Mu Y. Silico Repurposed drugs against Monkeypox 
Virus. Molecules. 2022;27(16):5277.

	102.	 Shantier S, Mustafa M, Abdelmoneim A, Fadl H, Elbager S, Makhawi 
A. Novel Multi Epitope-based vaccine against Monkeypox Virus: vac-
cinomic approach. Preprints.org; 2022.

	103.	 Shantier SW, Mustafa MI, Abdelmoneim AH, Fadl HA, Elbager SG, 
Makhawi AM. Novel multi epitope-based vaccine against monkeypox 
virus: vaccinomic approach. Sci Rep. 2022;12(1):15983.

	104.	 Giorgi FM, Pozzobon D, Di Meglio A, Mercatelli D. Genomic 
characterization of the recent monkeypox outbreak. bioRxiv. 
2022:2022.06.01.494368.

	105.	 Giorgi FM, Pozzobon D, Di Meglio A, Mercatelli D. Genomic and 
transcriptomic analysis of the recent Mpox outbreak. Vaccine. 
2024;42(7):1841–9.

	106.	 Akazawa D, Ohashi H, Hishiki T, Morita T, Iwanami S, Kim KS, et al. 
Potential anti-monkeypox virus activity of atovaquone, mefloquine, and 
molnupiravir, and their potential use as treatments. bioRxiv; 2022.

	107.	 Akazawa D, Ohashi H, Hishiki T, Morita T, Iwanami S, Kim KS, et al. 
Potential Anti-mpox Virus Activity of Atovaquone, Mefloquine, and 
Molnupiravir, and their potential use as treatments. J Infect Dis. 
2023;228(5):591–603.

	108.	 Atkinson B, Burton C, Pottage T, Thompson K-A, Ngabo D, Crook A et al. 
Infection-competent monkeypox virus contamination identified in 
domestic settings following an imported case of monkeypox into the 
UK. medRxiv. 2022:2022.06.27.22276202.

	109.	 Atkinson B, Burton C, Pottage T, Thompson K-A, Ngabo D, Crook A, et al. 
Infection-competent monkeypox virus contamination identified in 
domestic settings following an imported case of monkeypox into the 
UK. Environ Microbiol. 2022;24(10):4561–9.

	110.	 Atkinson B, Gould S, Spencer A, Onianwa O, Furneaux J, Grieves J, et al. 
Monkeypox virus contamination in an office-based workplace environ-
ment, England 2022. medRxiv; 2022.



Page 14 of 14Sterian et al. Research Integrity and Peer Review            (2024) 9:11 

	111.	 Atkinson B, Gould S, Spencer A, Onianwa O, Furneaux J, Grieves J, et al. 
Monkeypox virus contamination in an office-based workplace environ-
ment. J Hosp Infect. 2022;130:141–3.

	112.	 Knight J, Tan DHS, Mishra S. Maximizing the impact of limited vaccine 
supply under different epidemic conditions: a two-city monkeypox 
modelling analysis. medRxiv; 2022.

	113.	 Knight J, Tan DHS, Mishra S. Maximizing the impact of limited vaccine 
supply under different early epidemic conditions: a 2-city modelling 
analysis of monkeypox virus transmission among men who have sex 
with men. Can Med Assoc J. 2022;194(46):E1560–7.

	114.	 Gomes JP, Isidro J, Borges V. Multi-country outbreak of monkeypox 
virus: phylogenomic characterization and signs of microevolution. 
Research Square prepub; 2022.

	115.	 Isidro J, Borges V, Pinto M, Sobral D, Santos JD, Nunes A, et al. Phylog-
enomic characterization and signs of microevolution in the 2022 multi-
country outbreak of monkeypox virus. Nat Med. 2022;28(8):1569–72.

	116.	 Kumar R, Nagar S, Haider S, Sood U, Ponnusamy K, Dhingra GG et al. 
Monkeypox virus: phylogenomics, host–pathogen interactome and 
mutational cascade. Microb Genomics. 2023;9(4):mgen000987.

	117.	 Kumar R, Nagar S, Haider S, Sood U, Ponnusamy K, Dhingra GG, et al. 
Monkey pox virus (MPXV): phylogenomics, Host-Pathogen Interactome, 
and Mutational Cascade. bioRxiv; 2022.

	118.	 Abrahim M, Guterres A, Costa Neves P, Cristina da AB, Ana PD. The 
emergence of new lineages of the Monkeypox virus could affect the 
2022 outbreak. bioRxiv. 2022:2022.07.07.498743.

	119.	 Yuan P, Tan Y, Yang L, Aruffo E, Ogden N, Belair J, et al. Modelling vacci-
nation and control strategies of outbreaks of monkeypox at gatherings. 
medRxiv; 2022.

	120.	 Yuan P, Tan Y, Yang L, Aruffo E, Ogden NH, Bélair J et al. Modeling vac-
cination and control strategies for outbreaks of monkeypox at gather-
ings. Front Public Health. 2022;10.

	121.	 Yuan P, Tan Y, Yang L, Aruffo E, Ogden NH, Belair J et al. Assessing 
transmission risks and control strategy for monkeypox as an emerging 
zoonosis in a metropolitan area. medRxiv. 2022:2022.06.28.22277038.

	122.	 Yuan P, Tan Y, Yang L, Aruffo E, Ogden NH, Bélair J, et al. Assessing 
transmission risks and control strategy for monkeypox as an emerging 
zoonosis in a metropolitan area. J Med Virol. 2023;95(1):e28137.

	123.	 Gu X, Zhang Y, Jiang W, Wang D, Lu J, Gu G et al. Protective human 
anti-poxvirus monoclonal antibodies are generated from rare 
memory B cells isolated by multicolor antigen tetramers. bioRxiv. 
2022:2022.06.04.494786.

	124.	 Gu X, Zhang Y, Jiang W, Wang D, Lu J, Gu G, et al. Protective human 
anti-poxvirus monoclonal antibodies are generated from rare 
memory B cells isolated by Multicolor Antigen tetramers. Vaccines. 
2022;10(7):1084.

	125.	 Endo A, Murayama H, Abbott S, Ratnayake R, Pearson CAB, Edmunds 
WJ et al. Heavy-tailed sexual contact networks and the epidemiology 
of monkeypox outbreak in non-endemic regions, May 2022. medRxiv. 
2022:2022.06.13.22276353.

	126.	 Endo A, Murayama H, Abbott S, Ratnayake R, Pearson CAB, Edmunds 
WJ, et al. Heavy-tailed sexual contact networks and monkeypox epide-
miology in the global outbreak, 2022. Science. 2022;378(6615):90–4.

	127.	 Brezis ES, Birukou A. Arbitrariness in the peer review process. Sciento-
metrics. 2020;123(1):393–411.

	128.	 De Vries DR, Marschall EA, Stein RA. Exploring the peer review process: 
what is it. Does it Work Can it Be Improved? Fisheries. 2009;34(6):270–9.

	129.	 Maslove DM. Medical Preprints—A debate worth having. JAMA. 
2018;319(5):443–4.

	130.	 Flanagin A, Fontanarosa PB, Bauchner H. Preprints Involving Medi-
cal Research—Do the benefits outweigh the challenges? JAMA. 
2020;324(18):1840–3.

	131.	 Zeraatkar D, Pitre T, Leung G, Cusano E, Agarwal A, Khalid F, et al. Con-
sistency of covid-19 trial preprints with published reports and impact 
for decision making: retrospective review. BMJ Med. 2022;1(1):e000309.

	132.	 COPE. COPE Retraction guidelines — English: Committee on Publica-
tion Ethics; 2019 [Version 2: November 2019: https://​publi​catio​nethi​cs.​
org/​sites/​defau​lt/​files/​retra​ction-​guide​lines-​cope.​pdf.

	133.	 Fraser N, Brierley L, Dey G, Polka JK, Pálfy M, Nanni F, Coates JA. The 
evolving role of preprints in the dissemination of COVID-19 research 
and their impact on the science communication landscape. PLoS Biol. 
2021;19(4):e3000959.

Publisher’s note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://publicationethics.org/sites/default/files/retraction-guidelines-cope.pdf
https://publicationethics.org/sites/default/files/retraction-guidelines-cope.pdf

	An evaluation of the preprints produced at the beginning of the 2022 mpox public health emergency
	Abstract 
	Background 
	Methods 
	Results 
	Conclusions 

	Background
	Methods
	Research questions
	Information sources and search strategy
	Eligibility criteria and selection process
	Quality assessment
	Data characterization and utility
	Data synthesis

	Results
	Characteristics of the included studies
	Changes in quality
	Case-control, cohort and cross-sectional studies
	Case series
	Surveillance data analyses
	Diagnostic test accuracy studies
	Changes in data between preprints and their published versions
	General reporting characteristics
	Abstracts
	Methods
	Outcomes and results


	Discussion
	Strengths and limitations

	Conclusions
	Acknowledgements
	References


